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Abstract:

Our work is focused on trying to ask questions about the molecular events that take place to allow
transcription factors to turn genes on and off. What are the players involved, how do they interact
with each other and how does the interplay between these interactions give rise to the functional
outcomes that we observe in an organism?

In this seminar, | will describe some of our efforts in this area. This will include trying to come to
grips with the structure and function of the nucleosome remodelling and deacetylase (NuRD)
complex — a widely expressed and conserved chromatin remodeller — as well as trying to get our
heads around the connection between this complex and the intricacies of epigenetic gene regulation
centred on BET bromodomain proteins.
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